Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.034; wR factor = 0.089; data-to-parameter ratio = 7.2.
In the title compound, C 16 H 16 N 2 O 5 , the dihedral angle between the two benzene rings is 8.5 (3) and the molecule adopts an E configuration with respect to the C N bond. There is an intramolecular N-HÁ Á ÁO hydrogen bond in the molecule, which generates an S(6) ring. In the crystal, molecules are linked through intermolecular O-HÁ Á ÁO hydrogen bonds, forming layers parallel to the bc plane.
Related literature
For related structures and background information, see : Han & Zhao (2010a,b) . For reference structural data, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
Comment
As part of our ongoing structural studies of hydrazone compounds (Han & Zhao, 2010a,b) , we now report the sturcture of the title compound, (I).
In the molecule of the title compound, Fig. 1 , the dihedral angle between the two benzene rings is 8.5 (3)°. The molecule adopts an E configuration with respect to the C═N bond. There is an intramolecular N-H···O hydrogen bond (Table 1) in the molecule.
In the crystal structure, molecules are linked through intermolecular O-H···O hydrogen bonds (Table 1) to form layers parallel to the bc plane (Fig. 2) .
Experimental
A mixture of 2,3-dimethoxybenzaldehyde (0.166 g, 1 mmol) and 2,4-dihydroxybenzohydrazide (0.168 g, 1 mmol) in 50 ml me thanol was stirred at room temperature for 1 h. The mixture was filtered to remove impurities, and then left at room temperature. After a few days, colourless blocks of (I) were formed.
Refinement
H1A was located in a difference Fourier map and refined isotropically, with the N-H distance restrained to 0.90 (1) Å. The other H atoms were positioned geometrically and refined using the riding-model approximation, with C-H = 0.93 or 0.96 Å, and O-H = 0.82 Å, and U iso (H) = 1.2U eq (C) or U iso (H) = 1.5U eq (methyl C and O). In the absence of significant anomalous dispersion effects, Friedel pairs were averaged.
Figures Fig. 1 . The molecular structure of (I) with 30% probability displacement ellipsoids for non-H atoms. Intramolecular N-H···O hydrogen bond is shown as a dashed line. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds 
